SEQUENCE LISTING 



<110> Ruey S. Liou 

<120> ANTI-IGE GENE THERAPY 

<130> 99-5 

<150> 60/100,639 
<151> 1998-09-16 

<160> 27 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 21 
<212> DNA 
<213> primer 

<400> 1 

tcccaggtgc agctggtgca g 21 

<210> 2 
<211> 19 
<212> DNA 
<213> primer 

<400> 2 

ctgagctcac ggtcaccag 19 

<210> 3 
<211> 21 
<212> DNA 
<213> primer 

<400> 3 

tccgacatcc tgctgaccca g 21 

<210> 4 
<211> 19 
<212> DNA 
<213> primer 

<400> 4 

gtttgatctc caccttggt 19 

<210> 5 
<211> 85 
<212> DNA 
<213> primer 

<400> 5 

ccctggtgac cgtgagctca ggtggcggtg gctcgggcgg tggtgggtcg ggtggcggcg 60 
gatctgacat cctgctgacc cagag 85 



<210> 6 
<211> 15 
<212> DNA 
<213> primer 

<400> 6 

ggggsggggs ggggs 

<210> 7 
<211> 35 
<212> DNA 
<213> primer 



<400> 7 

gcggcccagc cggcccaggt gcagctggtg cagag 

<210> 8 
<211> 34 
<212> DNA 
<213> primer 

<400> 8 

^ ctgcggccgc tttgatctcc accttggtgc cctg 
H : <210> 9 



flf 

if ■ 'H 

if*?'* - 



<211> 38 
<212> DNA 
<213> primer 

<400> 9 

tcccaagctt tcaccatgca ggtgcagctg gtgcagag 

<210> 10 
<211> 33 
<212> DNA 
<213> primer 

<400> 10 

cccgctcgag tca-tttgatc tccaccttgg tgc 

<210> 11 
<211> 34 
<212> DNA 
<213> primer 

<400> 11 

tcccagatct aagcttgccg ccaccatgga ctgg 

<210> 12 
<211> 22 
<212> DNA 

<213> primer 



<400> 12 

gctgatctcg cccacccact cc 



<210> 13 
<211> 30 
<212> DNA 
<213> primer 

<400> 13 

cccgagatct cgagtcattt gatctccacc 

<210> 14 
<211> 27 
<212> DNA 
<213> primer 

<400> 14 

ggagatctcc acagtccctg aacacac 

<210> 15 
<211> 21 
<212> DNA 
<213> primer 

<400> 15 
,fl tcatttaccc ggagacaggg a 

j?2 <210> 16 
\I <211> 21 

<212> DNA 
J!f <213> primer 

s <400> 16 

|^ ctaacactct cccctgttga a 

ry <2io> 17 

H <211> 27 

<212> DNA 
^ <213> primer 

<400> 17 

tgaagaaagc ttgccgccac catggag 

<210> 18 
<211> 29 
<212> DNA 
<213> primer 

<400> 18 

gcatccgctc gtttgatctc caccttggt 

<210> 19 
<211> 38 
<212> DNA 
<213> primer 

<400> 19 

cggaattcga gcggatgctg caccaactgt 



27 



21 



21 



27 



29 



atcgatct 38 



<210> 20 



<211> 40 
<212> DNA 

<213> primer 



tot 



rJ, s 



<400> 20 

gctctagagc taacactcat tcctgttgaa gctcttgaca 40 

<210> 21 
<211> 21 
<212> DNA 
<213> primer 

<400> 21 

tgagctcacg gtcaccaggg t 21 

<210> 22 

<211> 369 

<212> DNA 

<213> human/murine 

<220> 

<221> CDS 

<222> (1) . . . (366) 

<400> 22 

cag gtg cag ctg gtg cag age ggc gec gag gtg aag aag ccc ggc gec 48 
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
1 5 10 15 

age gtg aag gtg age tgc aag gec age ggc tac acc ttc age atg tac 96 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Met Tyr 

20 25 30 

tgg ctg gag tgg gtg agg cag gee ccc ggc cac ggc ctg gag tgg gtg 144 
Trp Leu Glu Trp Val Arg Gin Ala Pro Gly His Gly Leu Glu Trp Val 
35 40 45 

ggc gag ate age ccc ggc acc ttc acc acc aac tac aac gag aag ttc 192 
Gly Glu lie Ser Pro Gly Thr Phe Thr Thr Asn Tyr Asn Glu Lys Phe 
50 - 55 60 

aag gee agg gee acc ttc acc gee gac acc age acc aac acc gee tac 240 
Lys Ala Arg Ala Thr Phe Thr Ala Asp Thr Ser Thr Asn Thr Ala Tyr 
65 70 75 80 

atg gag ctg age age ctg agg age gag gac acc gee gtg tac tac tgc 288 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

85 90 95 

gec agg ttc age cac ttc age ggc age aac tac gac tac ttc gac tac 336 
Ala Arg Phe Ser His Phe Ser Gly Ser Asn Tyr Asp Tyr Phe Asp Tyr 

100 105 110 

tgg ggc cag ggc acc ctg gtg acc gtg age tea 369 
Trp Gly Gin Gly Thr Leu Val Thr Val Ser 
115 120 



I 
J 



<210> 23 
<211> 122 
<212> PRT 

<213> human /murine 
<400> 23 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 

1 5 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Met Tyr 

20 25 30 

Trp Leu Glu Trp Val Arg Gin Ala Pro Gly His Gly Leu Glu Trp Val 

35 40 45 

Gly Glu lie Ser Pro Gly Thr Phe Thr Thr Asn Tyr Asn Glu Lys Phe 

50 55 60 

Lys Ala Arg Ala Thr Phe Thr Ala Asp Thr Ser Thr Asn Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

85 90 95 

Ala Arg Phe Ser His Phe Ser Gly Ser Asn Tyr Asp Tyr Phe Asp Tyr 

100 105 110 

Trp Gly Gin Gly Thr Leu Val Thr Val Ser 
115 120 



iT <210> 


24 


\I : <211> 
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*»t <213> 
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% <220> 
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CDS 


U <222> 


(1) ♦ . . (321) 


<400> 


24 



gac ate ctg ctg acc cag age ccc ggc acc ctg age ctg age ccc ggc 48 

Asp lie Leu Leu Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
1 5 10 15 

■ 

gag agg gee acc ctg age tgc agg gec age cag age ate ggc acc aac 96 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser He' Gly Thr Asn 

20 25 30 

ate cac tgg tac cag cag aag ccc ggc cag gec ccc agg ctg ctg ate 144 
He His Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu He 
35 40 45 

aag tac gec age gag age ate age ggc ate ccc age agg ttc age ggc 192 
Lys Tyr Ala Ser Glu Ser He Ser Gly He Pro Ser Arg Phe Ser Gly 

50 55 60 

age ggc age ggc acc gac ttc acc ctg acc ate age agg ctg gag ccc 240 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He Ser Arg Leu Glu Pro 
65 70 75 80 

gag gac ttc gec atg tac tac tgc cag cag age gac age tgg ccc acc 288 
Glu Asp Phe Ala Met Tyr Tyr Cys Gin Gin Ser Asp Ser Trp Pro Thr 

85 90 95 



^1 s> 



acc ttc ggc cag ggc acc aag gtg gag ate aaa 321 
Thr Phe Gly Gin Gly Thr Lys Val Glu lie Lys 

100 105 



<210> 25 
<211> 107 
<212> PRT 

<213> human/murine 
<400> 25 

Asp He Leu Leu Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 

1 5 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser He Gly Thr Asn 

20 25 30 

He His Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu He 

35 40 45 

Lys Tyr Ala Ser Glu Ser He Ser Gly He Pro Ser Arg Phe Ser Gly 

50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He Ser Arg Leu Glu Pro 
65 70 75 80 

Glu Asp Phe Ala Met - Tyr Tyr Cys Gin Gin Ser Asp Ser Trp Pro Thr 

85 90 95 

Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys 

100 105 

<210> 26 

<211> 735 

<212> DNA 

<213> human/murine 

<220> 

<221> CDS 

<222> (1) . . . (735) 

<400> 26 

cag gtg cag ctg gtg cag age ggc gec gag gtg aag aag ccc ggc gec 4 8 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
1 - 5 10 15 

age gtg aag gtg age tgc aag gec age ggc tac acc ttc age atg tac * 96 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Met Tyr 

20 25 30 

tgg ctg gag tgg gtg agg cag gee ccc ggc cac ggc ctg gag tgg gtg 144 
Trp Leu Glu Trp Val Arg Gin Ala Pro Gly His Gly Leu Glu Trp Val 
35 40 45 

ggc gag ate age ccc ggc acc ttc acc acc aac tac aac gag aag ttc 192 
Gly Glu He Ser Pro Gly Thr Phe Thr Thr Asn Tyr Asn Glu Lys Phe 
50 55 60 



aag gee agg gee acc ttc acc gee gac acc age acc aac acc gee tac 
Lys Ala Arg Ala Thr Phe Thr Ala Asp Thr Ser Thr Asn Thr Ala Tyr 
65 70 75 80 



240 
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a tg gag ctg age age ctg agg age gag gac acc gec gtg tac tac tgc 288 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 

85 90 95 

gec agg ttc age cac ttc age ggc age aac tac gac tac ttc gac tac 336 
Ala Arg Phe Ser His Phe Ser Gly Ser Asn Tyr Asp Tyr Phe Asp Tyr 

100 105 110 

tgg ggc cag ggc acc ctg gtg acc gtg age tea ggt ggc ggt ggc teg 384 
Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser 
115 120 125 

ggc ggt ggt ggg teg ggt ggc ggc gga tct gac ate ctg ctg acc cag 432 
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp He Leu Leu Thr Gin 
130 135 140 

age ccc ggc acc ctg age ctg age ccc ggc gag agg gee acc ctg age 480 
Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser 
145 150 155 160 

tgc agg gee age cag age ate ggc acc aac ate cac tgg tac cag cag 528 
Cys Arg Ala Ser Gin Ser He Gly Thr Asn He His Trp Tyr Gin Gin 

165 170 175 

aag ccc ggc cag gee ccc agg ctg ctg ate aag tac gee age gag age 576 
Lys Pro Gly Gin Ala Pro Arg Leu Leu He Lys Tyr Ala Ser Glu Ser 

180 185 190 

ate age ggc ate ccc age agg ttc age ggc age ggc age ggc acc gac 624 
He Ser Gly He Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp 
195 200 205 

ttc acc ctg acc ate age agg ctg gag ccc gag gac ttc gee atg tac 672 
Phe Thr Leu Thr He Ser Arg Leu Glu Pro Glu Asp Phe Ala Met Tyr 
210 215 220 

tac tgc cag cag age gac age tgg ccc acc acc ttc ggc cag ggc acc 72 0 

Tyr Cys Gin Gin Ser Asp Ser Trp Pro Thr Thr Phe Gly Gin Gly Thr 
225 230 235 240 

aag gtg gag ate aaa 735 
Lys Val Glu He Lys 

245 



<210> 27 
<211> 245 
<212> PRT 

<213> human/murine 

<400> 27 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 

1 5 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Met Tyr 

20 25 30 

Trp Leu Glu Trp Val Arg Gin Ala Pro Gly His Gly Leu Glu Trp Val 
35 40 45 
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1111 
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VaI 
Val 


lllx 


val 


Cat- 
OCX 


Cat* 
OCX 


fil -vr 

vjx y 


uiy 


rtl -V 
Vjiy 


uiy 


»-t -v 

OCX 
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X X 
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T. A1 1 
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1 15 
lo j 
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Cat* 
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irX U 
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Ala 
Ala 


Cat" 
OCX 


m n 

VJlil 


Cat* 

OCX 


Tl A 

lie 


ytiy 


r PVi T* 
lllx 


noil 


Tl A 

11c 


XTlS 


lzrp 


iyr 


ulu 


ulu 




















1 70 
1 / u 










1/3 




iiyo 


XT X V.J 


uxy 


m n 

VJX 11 


2V1 a 
nla 


rl w 


Aiy 




XiC U 


Tl A 

11c 


T ,\ro 
liyo 


iyr 


Hi a 
nla 


Cat* 
OCX 


rtl ii 
Vjx U. 


Cat* 

OCX 








180 

X V w 










185 

X © <J 










X J V 






Tl p 


Car 

OCX, 


vji y 


lie 


XrX vJ 


Cat" 

OCX 


2\ tvt 
nl^j 


DV» A 


Cat" 
OCX 


vjiy 


Cat* 
OCX 


rjl ir 


Cat* 
OCX 


ni v 
uxy 


lllx 


ASP 






195 

X 










700 










905 








Phe 


Tfar 


Leu 


Thr 


He 


Ser 


Arg 


Leu 


Glu 


Pro 


Glu 


Asp 


Phe 


Ala 


Met 


Tyr 




210 










215 










220 










Tyr 


Cys 


Gin 


Gin 


Ser 


Asp 


Ser 


Trp 


Pro 


Thr 


Thr 


Phe 


Gly 


Gin 


Gly 


Thr 


225 










230 










235 










240 


Lys 


Val 


Glu 


lie 


Lys 

























245 



